SEQUENCE LISTING 

<liO> Lau, Ted 
Lin, Rick 
Parkes, Debbie 
Parry, Gordon 
Schneider, Douglas 
Steinbrecher , Renate 
Van Heuit, Pam T 
Wu, John 

<120> DNA Encoding a Novel PROST 03 

<130> 51831AUSM1 

<140> 
<141> 

<150> 60/200,065 
<151> 2000-04-27 

<160> 26 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 3320 
<212> DNA 
<213> Homo sapiens 

<220>. 
<221> CDS 

<222> (282) . . (1943) 
<400> 1 

gaaccagcct gcacgcgctg gctccgggtg acagccgcgc 
gatgagacgt gtccccactg aggtgcccca cagcagcagg 
gctggaccgg caccaaaggg ctggcagaaa tgggcgcctg 
cggcagcaag gaggagaggc cgcagcttct ggagcagagc 
gtgcctgaac ggccccctga gccctacccg cctggcccac 



tgg gtg age cgc ctg ctg egg cac egg aaa gec 
Trp Val Ser Arg Leu Leu Arg His Arg Lys Ala 
10 15 

aac ctg eta ace ttt ggc ctg gag gtg tgt ttg 
Asn Leu Leu Thr Phe Gly Leu Glu Val Cys Leu 
25 30 



gcctcggcca ggatctgagt 60 

tgttgagcat gggctgagaa 120 

gctgattcct aggcagttgg 180 

cgagacgaag cagttctgga 240 

t atg gtc cag agg ctg 296 
Met Val Gin Arg Leu 
1 5 

cag etc ttg ctg gtc 344 
Gin Leu Leu Leu Val 
20 

gec gca ggc ate acc 392 
Ala Ala Gly He Thr 
35 



1 



tat gtg ccg cct ctg ctg ctg gaa gtg ggg gta gag gag aag ttc atg 440 
Tyr Val Pro Pro Leu Leu Leu Glu Val Gly Val Glu Glu Lys Phe Met 
40 45 50 

acc atg gtg ctg ggc att ggt cca gtg ctg ggc ctg gtc tgt gtc ccg 488 
Thr Met Val Leu Gly lie Gly Pro Val Leu Gly Leu Val Cys Val Pro 
55 60 65 

etc eta ggc tea gec agt gac cac tgg cgt gga cgc tat ggc cgc cgc 536 
Leu Leu Gly Ser Ala Ser Asp His Trp Arg Gly Arg Tyr Gly Arg Arg 
70 75 80 85 

egg ccc ttc ate tgg gca ctg tec ttg ggc ate ctg ctg age etc ttt 584 
Arg Pro Phe lie Trp Ala Leu Ser Leu Gly lie Leu Leu Ser Leu Phe 
90 95 100 

etc ate cca agg gee ggc tgg eta gca ggg ctg ctg tgc ccg gat ccc 632 
Leu lie Pro Arg Ala Gly Trp Leu Ala Gly Leu Leu Cys Pro Asp Pro 
105 110 115 

agg ccc ctg gag ctg gca ctg etc ate ctg ggc gtg ggg ctg ctg gac 680 

Arg Pro Leu Glu Leu Ala Leu Leu lie Leu Gly Val Gly Leu Leu Asp 

120 125 130 

r s 

ttc tgt ggc cag gtg tgc ttc act cca ctg gag gec ctg etc tct gac 728 

£0 Phe Cys Gly Gin Val Cys Phe Thr Pro Leu Glu Ala Leu Leu Ser Asp 

I a | 135 140 145 

m 

etc ttc egg gac ccg gac cac tgt cgc cag gee tac tct gtc tat gee 776 

Leu Phe Arg Asp Pro Asp His Cys Arg Gin Ala Tyr Ser Val Tyr Ala 

W r 150 155 160 165 

m 

3_ ttc atg ate agt ctt ggg ggc tgc ctg ggc tac etc ctg cct gee att 824 

p Phe Met lie Ser Leu Gly Gly Cys Leu Gly Tyr Leu Leu Pro Ala lie 

4* 170 175 180 

gac tgg gac acc agt gee ctg gec ccc tac ctg ggc acc cag gag gag 872 
e*\ Asp Trp Asp Thr Ser Ala Leu Ala Pro Tyr Leu Gly Thr Gin Glu Glu 
^ 185 190 195 

tgc etc ttt ggc ctg etc acc etc ate ttc etc acc tgc gta gca gec 920 
Cys Leu Phe Gly Leu Leu Thr Leu lie Phe Leu Thr Cys Val Ala Ala 
200 205 210 

aca ctg ctg gtg get gag gag gca gcg ctg ggc ccc acc gag cca gca 968 
Thr Leu Leu Val Ala Glu Glu Ala Ala Leu Gly Pro Thr Glu Pro Ala 
215 220 225 

gaa ggg ctg teg gee ccc tec ttg teg ccc cac tgc tgt cca tgc egg 1016 
Glu Gly Leu Ser Ala Pro Ser Leu Ser Pro His Cys Cys Pro Cys Arg 
230 235 240 245 

gec cgc ttg get ttc egg aac ctg ggc gec ctg ctt ccc egg ctg cac 1064 
Ala Arg Leu Ala Phe Arg Asn Leu Gly Ala Leu Leu Pro Arg Leu His 
250 255 260 



ru 



TSS? 



2 



cag ctg tgc tgc cgc atg ccc cgc acc ctg cgc egg etc ttc gtg get 1112 

Gin Leu Cys Cys Arg Met Pro Arg Thr Leu Arg Arg Leu Phe Val Ala 

265 270 275 

gag ctg tgc age tgg atg gca etc atg acc ttc acg ctg ttt tac acg 1160 

Glu Leu Cys Ser Trp Met Ala Leu Met Thr Phe Thr Leu Phe Tyr Thr 

280 285 290 

gat ttc gtg ggc gag ggg ctg tac cag ggc gtg ccc aga get gag ccg 1208 

Asp Phe Val Gly Glu Gly Leu Tyr Gin Gly Val Pro Arg Ala Glu Pro 

295 300 305 

ggc acc gag gee egg aga cac tat gat gaa ggc gtt egg atg ggc age 1256 

Gly Thr Glu Ala Arg Arg His Tyr Asp Glu Gly Val Arg Met Gly Ser 

310 315 320 325 

ctg ggg ctg ttc ctg cag tgc gee ate tec ctg gtc ttc tct ctg gtc 1304 

Leu Gly Leu Phe Leu Gin Cys Ala lie Ser Leu Val Phe Ser Leu Val 

330 335 340 

atg gac egg ctg gtg cag cga ttc ggc act cga gca gtc tat ttg gee 1352 

Met Asp Arg Leu Val Gin Arg Phe Gly Thr Arg Ala Val Tyr Leu Ala 

345 350 355 

u! a 9t gtg g° a get ttc cct gtg get gee ggt gee aca tgc ctg tec cac 1400 

Ser Val Ala Ala Phe Pro Val Ala Ala Gly Ala Thr Cys Leu Ser His 

i'/s 360 365 370 

agt gtg gee gtg gtg aca get tea gee gec etc acc ggg ttc acc ttc 14 4 8 

Ser Val Ala Val Val Thr Ala Ser Ala Ala Leu Thr Gly Phe Thr Phe 

111 375 380 385 

!?! 

s tea gee ctg cag ate ctg ccc tac aca ctg gee tec etc tac cac egg 1496 

p Ser Ala Leu Gin lie Leu Pro Tyr Thr Leu Ala Ser Leu Tyr His Arg 

?» 390 395 400 405 



,331 



.isc 

i e 



gag aag cag gtg ttc ctg ccc aaa tac cga ggg gac act gga ggt get 1544 

Glu Lys Gin Val Phe Leu Pro Lys Tyr Arg Gly Asp Thr Gly Gly Ala 
410 415 420 

age agt gag gac age ctg atg acc age ttc ctg cca ggc cct aag cct 1592 

Ser Ser Glu Asp Ser Leu Met Thr Ser Phe Leu Pro Gly Pro Lys Pro 
425 430 435 

gga get ccc ttc cct aat gga cac gtg ggt get gga ggc agt ggc ctg 1640 

Gly Ala Pro Phe Pro Asn Gly His Val Gly Ala Gly Gly Ser Gly Leu 

440 445 450 

etc cca cct cca ccc gcg etc tgc ggg gee tct gee tgt gat gtc tec 1688 

Leu Pro Pro Pro Pro Ala Leu Cys Gly Ala Ser Ala Cys Asp Val Ser 
455 460 465 

gta cgt gtg gtg gtg ggt gag ccc acc gag gee agg gtg gtt ccg ggc 1736 

Val Arg Val Val Val Gly Glu Pro Thr Glu Ala Arg Val Val Pro Gly 
470 475 480 485 



3 



egg ggc ate tgc ctg gac etc gec ate ctg gat agt gee ttc ctg ctg 1784 

Arg Gly lie Cys Leu Asp Leu Ala lie Leu Asp Ser Ala Phe Leu Leu 
490 495 500 

tec cag gtg gee cca tec ctg ttt atg ggc tec att gtc cag etc age 1832 

Ser Gin Val Ala Pro Ser Leu Phe Met Gly Ser lie Val Gin Leu Ser 
505 510 515 

cag tct gtc act gee tat atg gtg tct gee gca ggc ctg ggt ctg gtc 1880 

Gin Ser Val Thr Ala Tyr Met Val Ser Ala Ala Gly Leu Gly Leu Val 
520 525 530 

gee att tac ttt get aca cag gta gta ttt gac aag age gac ttg gee 1928 

Ala lie Tyr Phe Ala Thr Gin Val Val Phe Asp Lys Ser Asp Leu Ala 
535 540 545 

aaa tac tea gcg tag aaaacttcca gcacattggg gtggagggcc tgcctcactg 1983 

Lys Tyr Ser Ala 

550 



ggtcccagct 


ccccgctcct 


gttagcccca 


tggggctgee 


gggctggccg 


ccagtttctg 


2043 


ttgctgccaa 


agtaatgtgg 


ctctctgctg 


ccaccctgtg 


ctgctgaggt 


gcgtagctgc 


2103 


acagctgggg 


gctggggcgt 


ccctctcctc 


tctccccagt 


ctctagggct 


gectgactgg 


2163 


aggccttcca 


agggggtttc 


agtctggact 


tatacaggga 


ggecagaagg 


gctccatgca 


2223 


ctggaatgcg 


gggactctgc 


aggtggatta 


cccaggctca 


gggttaacag 


ctagcctcct 


2283 


agttgagaca 


cacctagaga 


agggtttttg 


ggagctgaat 


aaactcagtc 


acctggtttc 


2343 


ccatctctaa 


gccccttaac 


ctgcagcttc 


gtttaatgta 


getcttgeat 


gggagtttct 


2403 


aggatgaaac 


actcctccat 


gggatttgaa 


catatgaaag 


ttatttgtag 


gggaagagtc 


2463 


ctgaggggca 


acacacaaga 


accaggtccc 


ctcagcccac 


agcactgtct 


ttttgetgat 


2523 


ccacccccct 


cttacctttt 


atcaggatgt 


ggcctgttgg 


tccttctgtt 


gccatcacag 


2583 


agacacaggc 


atttaaatat 


ttaacttatt 


tatttaacaa 


agtagaaggg 


aatccattgc 


2643 


tagcttttct 


gtgttggtgt 


ctaatatttg 


ggtagggtgg 


gggatcccca 


acaatcaggt 


2703 


cccctgagat 


agctggtcat 


tgggctgatc 


attgecagaa 


tcttcttctc 


ctggggtctg 


2763 


gccccccaaa 


atgcctaacc 


caggaccttg 


gaaattctac 


tcatcccaaa 


tgataattcc 


2823 


aaatgctgtt 


acccaaggtt 


agggtgttga 


aggaaggtag 


agggtggggc 


ttcaggtctc 


2883 


aacggcttcc 


ctaaccaccc 


ctcttctctt 


ggcccagcct 


ggttcccccc 


acttccactc 


2943 


ccctctactc 


tctctaggac 


tgggctgatg 


aaggcactgc 


ccaaaatttc 


ccctaccccc 


3003 


aactttcccc 


tacccccaac 


tttccccacc 


agctccacaa 


ccctgtttgg 


agetactgea 


3063 


ggaccagaag 


cacaaagtgc 


ggtttcccaa 


gcctttgtcc 


atctcagccc 


ccagagtata 


3123 



tctgtgcttg gggaatctca cacagaaact caggagcacc ccctgcctga gctaagggag 3183 

gtcttatctc tcaggggggg gtttaagtgc cgtttgcaat aatgtcgtct tatttattta 324 3 

gcggggtgaa tattttatac tgtaagtgag caatcagagt ataatgttta tggtgacaaa 3303 

attaaaggct ttcttat 3320 



<210> 2 
<211> 553 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Val Gin Arg Leu Trp Val Ser Arg Leu Leu Arg His Arg Lys Ala 
15 10 15 

Gin Leu Leu Leu Val Asn Leu Leu Thr Phe Gly Leu Glu Val Cys Leu 
20 25 30 

Ala Ala Gly He Thr Tyr Val Pro Pro Leu Leu Leu Glu Val Gly Val 
35 40 45 

Hi Glu Glu Lys Phe Met Thr Met Val Leu Gly He Gly Pro Val Leu Gly 
Ul. 50 55 60 

Pi 

\J Leu Val Cys Val Pro Leu Leu Gly Ser Ala Ser Asp His Trp Arg Gly 
65 70 75 80 

m 



£3 



Arg Tyr Gly Arg Arg Arg Pro Phe He Trp Ala Leu Ser Leu Gly He 
85 90 95 



4- Leu Leu Ser Leu Phe Leu He Pro Arg Ala Gly Trp Leu Ala Gly Leu 
f!J 100 105 110 

n 

ISBf 

p Leu Cys Pro Asp Pro Arg Pro Leu Glu Leu Ala Leu Leu He Leu Gly 
fa 115 120 125 

Val Gly Leu Leu Asp Phe Cys Gly Gin Val Cys Phe Thr Pro Leu Glu 
130 135 140 

Ala Leu Leu Ser Asp Leu Phe Arg Asp Pro Asp His Cys Arg Gin Ala 
145 150 155 160 

Tyr Ser Val Tyr Ala Phe Met He Ser Leu Gly Gly Cys Leu Gly Tyr 
165 170 175 

Leu Leu Pro Ala He Asp Trp Asp Thr Ser Ala Leu Ala Pro Tyr Leu 
180 185 190 

Gly Thr Gin Glu Glu Cys Leu Phe Gly Leu Leu Thr Leu He Phe Leu 
195 200 205 

Thr Cys Val Ala Ala Thr Leu Leu Val Ala Glu Glu Ala Ala Leu Gly 
210 215 220 



5 



Pro Thr Glu Pro Ala Glu Gly Leu Ser Ala Pro Ser Leu Ser Pro His 
225 230 235 240 

Cys Cys Pro Cys Arg Ala Arg Leu Ala Phe Arg Asn Leu Gly Ala Leu 
245 250 255 

Leu Pro Arg Leu His Gin Leu Cys Cys Arg Met Pro Arg Thr Leu Arg 
260 265 270 

Arg Leu Phe Val Ala Glu Leu Cys Ser Trp Met Ala Leu Met Thr Phe 
275 280 285 

Thr Leu Phe Tyr Thr Asp Phe Val Gly Glu Gly Leu Tyr Gin Gly Val 
290 295 300 

Pro Arg Ala Glu Pro Gly Thr Glu Ala Arg Arg His Tyr Asp Glu Gly 
305 310 315 320 

Val Arg Met Gly Ser Leu Gly Leu Phe Leu Gin Cys Ala lie Ser Leu 
325 330 335 



m 
w 

fit 



£0 

□ 

.78 



Val Phe Ser Leu Val Met Asp Arg Leu Val Gin Arg Phe Gly Thr Arg 
340 345 350 

Ala Val Tyr Leu Ala Ser Val Ala Ala Phe Pro Val Ala Ala Gly Ala 
355 360 365 

Thr Cys Leu Ser His Ser Val Ala Val Val Thr Ala Ser Ala Ala Leu 
370 375 380 

Thr Gly Phe Thr Phe Ser Ala Leu Gin lie Leu Pro Tyr Thr Leu Ala 
385 390 395 400 

Ser Leu Tyr His Arg Glu Lys Gin Val Phe Leu Pro Lys Tyr Arg Gly 
405 410 415 



3 Si- 

U 



Asp Thr Gly Gly Ala Ser Ser Glu Asp Ser Leu Met Thr Ser Phe Leu 
420 425 430 



Pro Gly Pro Lys Pro Gly Ala Pro Phe Pro Asn Gly His Val Gly Ala 
435 440 445 

Gly Gly Ser Gly Leu Leu Pro Pro Pro Pro Ala Leu Cys Gly Ala Ser 
450 455 460 

Ala Cys Asp Val Ser Val Arg Val Val Val Gly Glu Pro Thr Glu Ala 
465 470 475 480 

Arg Val Val Pro Gly Arg Gly lie Cys Leu Asp Leu Ala lie Leu Asp 
485 490 495 

Ser Ala Phe Leu Leu Ser Gin Val Ala Pro Ser Leu Phe Met Gly Ser 
500 505 510 



He Val Gin Leu Ser Gin Ser Val Thr Ala Tyr Met Val Ser Ala Ala 
515 520 525 



6 



# 



Gly Leu Gly Leu Val Ala lie Tyr Phe Ala Thr Gin Val Val Phe Asp 
530 535 540 

Lys Ser Asp Leu Ala Lys Tyr Ser Ala 
545 550 



<210> 3 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 3 

ggtggcgacg actcctggag cc 22 



p 



Pis ! 



u 



<210> 4 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



?0 <220> 



UI <223> Description of Artificial Sequence: primer 

Hi 



%J <400> 4 



gjjj gacaccagac caactggtaa tg 22 



<210> 5 
<211> 27 



4* <212> DNA 



IU <213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 5 

cacctccagt gtcccctcgg tatttgg 27 



<210> 6 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<400> 6 

cacactgtgg gacaggcatg tggcacc 27 



7 



<210> 7 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 7 

actgaattcg ccaccatggt ccagaggctg tgg 

<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 8 

ccatccagct gcacagctca g 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 9 

cctcccaggc tctgtctgat 

<210> 10 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<400> 10 

atggcgcact gcaggaac 

<210> 11 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: probe 



8 



<400> 11 

tgcaggcgtt cggatgggc 19 



<210> 12 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

attcggcact cgagcagtct a 21 



<210> 13 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<400> 13 

tgagggcggc tgaagct 17 



S K 3 

sa 

U} 

\J <210> 14 
fjj <211> 19 
<212> DNA 

<213> Artificial Sequence 
^ <220> 

pa 

B h <223> Description of Artificial Sequence: probe 

ru 

p <400> 14 

Q caggcatgtg gcaccggca 19 



<210> 15 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 15 

cagccagtct gtcactgcct at 22 



<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



9 



<220> 

<223> Description of Artificial Sequence: primer 
<400> 16 

tcgctcttgt caaatactac ctgtgta 27 



<210> 17 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: probe 
<400> 17 

ccagcctgcg gcagacacca 20 



<210> 18 

<211> 14 

<212> PRT 

<213> Homo sapiens 

■ ? \ 

Vw <400> 18 



Val Pro Pro Leu Leu Leu Glu Val Gly Val Glu Glu Lys Phe 
15 10 



f(j <210> 19 

jjj <211> 18 

J " <212> PRT 

<213> Homo sapiens 

=F <400> 19 

Fll Tyr Thr Asp Phe Val Gly Glu Gly Leu Tyr Gin Gly Val Pro Arg Ala 

0 15 10 15 

0 

U Glu Pro 



<210> 20 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Glu Pro Gly Thr Glu Ala Arg Arg His Tyr Asp Glu Gly Val Arg Met 
15 10 15 



<210> 21 
<211> 26 
<212> PRT 

<213> Homo sapiens 



10 



<400> 21 

Glu Lys Gin Val Phe Leu Pro Lys Tyr Arg Gly Asp Thr Gly Gly Ala 
15 10 15 

Ser Ser Glu Asp Ser Leu Met Thr Ser Phe 
20 25 



<210> 22 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Leu Ala Gly Leu Leu Cys Pro Asp Pro Arg Pro Leu Glu 
15 10 



<210> 23 
<211> 17 
<212> PRT 

<213> Homo sapiens 
U <400> 23 

lie Asp Trp Asp Thr Ser Ala Leu Ala Pro Tyr Leu Gly Thr Gin Glu 
CO 15 10 15 

w 

CO Glu 

Cil 

s 



<210> 24 

<211> 10 

P <212> PRT 

<213> Homo sapiens 



BP, 

Fll 



P <400> 24 

O As p L v s Ser As p Leu L y s T Y r Ser 



15 10 



<210> 25 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Asp Phe Val Gly Glu Gly Leu Tyr Gin Gly Val Pro Arg Ala Glu Gly 
15 10 15 

Thr Glu Ala Arg Arg His Tyr Asp Glu Gly Val Arg 
20 25 



11 



<210> 26 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Pro Thr Glu Pro Ala Glu Gly Leu Ser Ala Pro Ser Leu Ser Pro His 
15 10 15 



i PS 



til 

in 



CI 



12 



